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Research Articles in Peer-Reviewed Journals from
Past BIOMATH conferenced!]

Tihomir Ivanov

The past biomathematical conferences in Sofia (Biomath-1995, Destobio-
1997, MMSC-2009, Biomath-2011, Biomath-2012, Biomath-2013, Biomath-
2014) resulted in a total number of 179 original research journal articles,
as follows: 4 articles in J.UCS, 34 articles in Mathematical Biosciences,
59 articles in Computers & Mathematics with Applications, 12 articles in
Serdica Journal of Computing, 14 articles in B&BE and 56 articles in jour-
nal BIOMATH. A list of titles of these articles follows.
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